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A 



Human 
Murine 



MSAGDAVCTGWLVKSPPERKLQRYAWRKHWFVLRRGRMSGN'PDVLEYYRNKHSSKPIRVI^ 60 
MS TGDTVCMGWL IKS P PERKLQRYA.WRKRWFVLRRGRMS GN p'DVLEYYRNKKSNKP I RV'V 60 

**.**.** ***.****************************************_****** 



Human DLSECAVWKHVGPSFVRKEFQNNFVFIVKTTSRTFYLVAKTEQEMQVWHSISQVCNfLGH 12 0 
Murine DLSECTWKHAGPGFIRKEFQKNFVFIVKTTSRTFYLVAKTEEEMQVWVHSISQVCNjFSfl 12 0 



*****.**** * * 



*.***** .******************** . ************** • * 



Human LEDGADSMESLSYTPSSLQPSSASSLLTAHAASSSLPRDDPNTNAVATEETRSESELLFL 18 0 
Murine LEDGADSMESLSHMPSSFQPSPASSLHTVHVANSA1LKDDGNTNS.WTEETRRESSFLFL 18 0 



*********** 



*. ***.*** **** * * * *.* .** *★*.* ***** ***.*** 



Human PDYLVLSNCETGRLHHTSLPTRCDSWSNSDRSLEQASFDDVFVDCLQPLPSSHLVHPSCH 24 0 
Murine. PDYLILSNCETGRLKHASLPTRCDSWSNSNHSLA.QTSFDDVFLDGLQPFISNNLVHPLHH 24 0 



****.***** 



*********************** *.******.* ***. * . * * * * * 



Human GSGAQEVPSSRPQAALIWSREINGPPRDHLSSSPLLES5LSSTIQVDKNQGSLPCGAKEL 300 
Murine ' GKVSQDFPSIRPQASLIWNREINGPSRNLMSSSPLLESSLNPTVHVEEKQVSLPSGVKEL 3O0 

* .*. **'****•*** ****** *• ; .********** *..*...* ***_*_*** 



Human DIMSNllPPPRPPKP'SHLSERRQEE — WSTHSGSKKPECTLVPRRISLSGLDNMRTWKADV 353 
.Murine NIMSNIPPPRPPKpjsYLSEQRQDQPLLTGHSSNKKPGYTMVPRRISLSGLDHVGSWKGDV 360 



***.★ **************** 



***** *.***********•• .**_** 

P85? ; • p85? 



Human EGQSLRHRDKRLSLNLPCRFSPMYFTASASIEDSYVpMSEQAGASGLGPHCSPDDYIPMtl 418 
Murine 0S0SLRHRDKPJLSLNLPCKFS [PIYP| TA5PSAEDSYv {pMS P[ KGTASELRPHCSQDDYI.PMS 420 
* * * * * * * * * * *.**'***.***•**** * * *********. ** * **** ****** # 



Human SGSISSPL|pliLP]ANLEpPPVNRD^^ 478' 

Murine S SMLPELPADLf ]pPPVNP^LKp! qRKSRPPPLDSRNLSTIQEHTSLTRTYTVPCNRT 476 

* * ******.********-************* * * * * *.**.***** ****_** 

P85? 



Human SFLSPERNGINSARFFANP£SKEDEJ^ 527 
Murine S FLS PORNG INCARLFS T P si^^^E^ESE^El^E^SEKY IQMEE YGTVS S L SRS ALS WTK 53.6 
*****.***** **.*•* ..*:**. 



★*.***. * **** **.*** 



SHP2 



SHP2 



Human KFSLDYLALDFNSASPAPMQQKLLLSEEQRVDYVQVDEQKTQALQSTKQEWTDERQSKV 586 
Murine KFSLDYLALDFNSTSPAPVQKKLLLSEEQRVDYVQVDEQKTQAFRSTKQAWTDERQSKV 595 
************* . **>*.*■ **********************. .**** ********* 



Figure 1A 
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c 

Gab3 MSTG - - D - TVGMGWL I KS PPERKLQRYAWRKRWFVLRRGR 

Gab2 MSGGGGDDWCTGWLRKSPPEKKLRRYAWKKRWFILRSGR 

Gabl MSGG- -E - WCSGWLRKS PPEKKLKRYAWKRRWFVLRSGR 

^ ^ if . * * * * * *****.**.****..***.** * * 



37 
40 
37 



Gab3 MSGNPDVLEYYRNKHSNKPIRVIDLSECTVWKHAGPGFIR . 7 7 
Gab2 MSGDPDVLEYYKNEHSKKPLRIINLNLCEQVD-AGLTFNK 7 9 
Gabl LTGD PDVLE YYKNDHAKKP I RI I DLNLCQQ VD - AGLTFNK" " 7 6 



*.*******.* *..**,*.*.* * 



Gab3 KE F Q KNF VF I VKTT S RT F YL VAKT E E EMQ VWVH SIS Q VCN 117 
Gab2 KELQDS FVFD I KTS ERTF YLVAETEADMNKWVQ S IGQ I CG 119 
Gabl KEFENSYIFDINTIDRIFYLVADSEEDMNKWVRCICDICG 116 



* * 



. ir . . * * ***** .* .*. **. * 



Figure 1 B and C 



